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	Contexte socioéconomique et scientifique (env. 10 lignes) : 
Pneumonia is the most common infection in the world. While mortality in the initial phase remains an important problem, the effects of such infections on the risk of long-term cardiovascular complications remain poorly understood, especially in the context of long COVID for example.  

We know that alterations in the metabolome composition induced at the time of pneumonia are associated with prolonged functional immune reprogramming, notably of myeloid cells, and increased risk of infectious complications. The effects of these metabolomic alterations on the immune functional reprogramming and the development of cardiovascular complications remains poorly understood.


	Hypothèses et questions posées (env. 8 lignes) : 
We hypothesize that pneumonia induce prolonged alterations in metabolome and lipidome composition observed after pneumonia, altering the rislk of CVRD progression in patients cured from a severe pneumonia.
Q1. What are the effects of pneumonia and systemic inflammation on dyslipidemia over 3 years?

Q2. What are the effects of these metabolic alterations on the function of circulating immune cells (e.g. monocytes)?

Q3. Is it possible to modulate the metabolic status of immune cells to restore homeostasis in survivors to sepsis or aspetic systemic inflammation ?

	Grandes étapes de la thèse (env. 12 lignes) : 

1. Sample collections in human cohorts 

2. Production of metabolomic data (MNR analysis)
3. Bioinformatic analyses: modelisation of the longitudinal time course of the metabolome composition. 

4. Bioinformatic analyses: association of metabolomic composition time course with clinical outcomes (CVRD major events and cardiovascular functioning)

5. Cellular function tests by in vitro stimulation and therapeutical metabolic modulations.

	Compétences scientifiques et techniques requises par le candidat (2 lignes) :

· General knowledge in cardiovascular diseases
· General knowledge in cellular cultures and in vitro functional tests.
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Dr. Robert Dickson, University of Detroit, USA. Collaboration on respiratory microbiome analyses. (2 co-publications)
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